Entrez PubMed 


Page 1 of 1 




National g^B 
library 
of Medicine 


warn 


My N( 


[Sign In] [Regis- 


All Databases 


PubMed 


Nucleotide 


Protein 


Genome 


Structure 


OMIM PMC 


Journals 


Bool 


Search [PubMed 

About Entrez 
Text Version 

Entrez PubMed 

Overview 
Help | FAQ 
Tutorial 

New/Noteworthy 
E-Utilities 


for 


\ Clear j 


Limits 
Display 


Preview/Index History Clipboard Details 


Abstract 


HI Show |20 3 j Sort HI Send torjText 


All: 1 Review: 0 HI 


□ 1: Mol Gen Genet. 1994 Nov 15;245(4):406-16. 


Related Articles 


PubMed Services 
Journals Database 
MeSH Database 
Single Citation Matcher 
Batch Citation Matcher 
Clinical Queries 
LinkOut 

My NCBI (Cubby) 

Related Resources 
Order Documents 
NLM Catalog 
NLM Gateway 
TOXNET 
Consumer Health 
Clinical Alerts 
ClinicalTrials.gov 

PubMed Central 


Functional assignment of Erwinia herbicola EholO carotenoid g 
expressed in Escherichia coli. 

Hundle B, Alberti M, Nievelstein V, Beyer P, Kleinig H, Armstrong GA, 
Burke DH, Hearst JE. 

Department of Chemistry, University of California, Berkeley 94720. 


JSrwinia herbicolaj s a nonphotosynthetic bacterium that is yellow pigmented 
to the presence of carotenoids. When the Erwinia carotenoid biosynthetic gei 
are expressed in Escherichia coli, this bacterium also displays a yellow phenc 
The DNA sequence of the plasmid pPL376 . carrying the entire Erwinia carot 
gene cluster, has been found to contain 12 open reading frames (ORFs). Six < 
ORFs have been identified as carotenoid biosynthesis genes that code for all 
enzymes required for conversion of farnesyl pyrophosphate (FPP) to zeaxant 
diglucoside via geranylgeranyl pyrophosphate, phytoene, lycopene, beta-carc 
and zeaxanthin. These enzymatic steps were assigned after disruption of eacl 
by a specific mutation and analysis of the accumulated intermediates. Carote: 
intermediates were identified by the absorption spectra of the colored compo 
and by high pressure liquid chromatographic analysis. The six carotenoid gei 
are arranged in at least two operons. The gene coding for beta-carotene 
hydroxylase is transcribed in the opposite direction from that of the other 
carotenoid genes and overlaps with the gene for phytoene synthase. 
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